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L1 3’ transduction 

 

non-LTR retrotransposon L1 (LINE-1) 3’

3’ 

transduction 5’

5’ transduction 5’ transduction

2 Lander et 

al. 2001 3’ transduction  

3’ transduction 1994

Holmes et al. 1994 Holmes JH-1001

48 L1

1,968bp

12 15bp target site 

duplication (TSD) 5’ 1,401bp

L1 37bp polyA tail 3’ 530bp L1

3’ 41bp polyA tail L1

Unique Sequence Component (USC) USC

L1 LRE2

USC LRE2 TSD 3’ LRE2 USC

LRE2 USC polyA tail LRE2

3’ USC polyA ATTAAA

polyA polyA tail

 

McNaughton

7 USC L1

McNaughton et al. 1997 15bp TSD AGAAATCTGATTTGA

L1

polyA USC polyA 975bp polyA 18-13bp

AATAAA polyA Rozmahel 160bp L1

cystic fibrosis transmembrane conductance regulator (CFTR)

Rozmahel et al. 1997 L1

CFTR 9

647bp AATAAA polyA 8bp polyA tail

9bp TSD AAACAGACA TSD
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Brouha chronic granulomatous disease (CGD) CYBB

4 L1 Brouha et al. 2002

1,722-1,724bp L1 280bp 3’ transduction

3’ transduction 3’ 101bp polyA

AATAAA polyA L1 3’ GAAA

153bp TSD

TSD 2bp AA 3’ transduction

2q24.1

2q24.1 L1 6.1kb

L1 LRE3 LRE3 3’

CYBB van den Hurk

choroideremia (CHM) L1 414bp 3’ transduction

Chen van den Hurk et al. 2003; Chen et 

al. 2005  

3’ transduction Moran L1

L1 polyA SV40 polyA 

tail Moran et al. 1996

SV40 polyA

L1 polyA

Moran et al. 1999 L1 polyA

SV40 polyA SV40 polyA

G418

HeLa L1 polyA

G418

L1 DNA

L1

L1

3’ transduction SV40 polyA

1% polyA

 

L1 3’ transduction

3’ transduction

3’ transduction

Holmes Miki

Miki et al. 1992 APC L1 L1

polyA AATAAAA17TAACAATAAATGAGATAAAATCTA187
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An 3’ 

transduction polyA

L1 polyA tail

Moran L1 3’ 

transduction Moran et al. 1999 Chen 3’ transduction

Chen et al. 2005

3’ transduction

3’ tranduction

TSD TSD

L1 TSD

 

 

L1 3’ transduction

Goodier Goodier et al. 2000 Pickeral

L1 3’ transduction Pickeral et al. 2000

Goodier GenBank L1 3’ 100bp 102

TSD(target site duplication)

15 66 L1

66 L1 66 15 23% L1

3’ TSD TSD

7 L1 TSD 6

5’ TSD L1 5’

L1 polyA (AAUAAA)

polyA tail 39 874

207 Goodier L1

24 L1 2 3’ transduction 2,723bp 3,327bp

L1 L1 L1

L1 3’ 100

3’ 

transduction L1 3’ transduction

2 3’ transduction 42bp L1

L1 Pickeral

 

Pickeral L1 6bp TSD 5’

TSD L1 5’
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97

TSD L1 21 3’ transduction

21 1 polyA

89 975bp 3’ transduction L1 10

2 4 polyA 52 356bp

3’ transduction 3 7 26bp 3’ transduction

7 APC

polyA tail 1 2

L1 14 6

3’ transduction 10% I 14

I II -22% I-III  

5’ L1 25

15 TSD 4 3’ transduction

5’ L1

3’ transduction  

2001 Lander et al. 2001

L1 71

L1 21% 3’ TSD

30 970bp

Myers L1 Ta 26% 26%

3’ transduction

3’ Myers et al. 2002  

Piskeral Szak 2002 2003

2002 Piskeral perl

TSDfinder.pl L1

Szak et al. 2002 TSD 9bp

L1 3,000bp 3’ TSD

Piskeral 5’

100bp TSD

TSD 9bp 15-16bp 2

Szak false positive

TSD

3’ transduction false positive

72,148 L1

10,088 3’ transduction 6,178 3’ 
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transduction 3’ transduction 38%

L1 5’

L1 3kb

3’ transduction false 

positive 3’ transduction Szak

segmental duplication

 

3’ transduction

Szak et al. 2003

Szak 6,178 3’ transduction

transduction L1 3,000bp

2,616 (a)

L1 (b)

90% (c) 3’ transduction 3 (d)L1

(e) L1 3’ 20bp (f)segmental 

duplication 3’ transduction

27 3’ transduction

bona fide L1-TDs (L1 with transduction-derived sequence)

 

bona fide L1-TDs L1-TD1 L1-TD25 25

TSD

2.5

L1 10 3’ transduction

500bp 290bp 2,883bp 3’ transduction

L1

L1-TDs

3’ transduction L1-TDs

3’ transduction

3’ transduction

TSD 3’ transduction false positive

 

L1

Chen 13

L1 3 23% 3’ Chen 

et al. 2005 Holmes et al. 1994 Brouha et al. 2003
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van den Hurk et al. 2003 3’ transduction 489bp 153bp 414bp

2 L1 LRE2 LRE3

 

L1 3’ transduction 20% false 

positive

Szak 3’ transduction

L1 3’ transduction L1

3’ transduction

L1 3’ transduction

CFTR 9

Rozmahel et al. 1997 3’ 

transduction trans mobilization ATM 30

Ejima et al. 2003

30 mRNA

processed (pseudo)gene 15 TSD

5’ L1 L1

L1 3’ transduction

L1 ATM antisense RNA

L1

ATM 3’ transduction
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